Hole M0070C
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Western and Northern sites (Mason et al., 2010) . The Kimura 2 parameter was used, and the analysis involved 110 sequences and 386 aligned base pairs. Bootstrap values higher than 50% (based on 1,000 replicates) are shown at branch nodes. Accession numbers of type species are indicated in parentheses. Bar, in substitutions per nucleotide. (Mason et al., 2010) . The Kimura 2 parameter was used, and the analysis involved 110 sequences and 386 aligned base pairs. Bootstrap values higher than 50% (based on 1,000 replicates) are shown at branch nodes. Accession numbers of type species are indicated in parentheses. Bar, in substitutions per nucleotide. (Balch et al., 1979) ; 5 Fe, Ni, Wo, Se solution contained (l -1 ): FeSO4·7 H2O 1.42 g, NiSO4·6H2O 1.6 g, Na2WO4·2 H2O 38 mg and Na2SeO3·5 H2O 3 mg:
6 (Widdel and Pfennig, 1981) .
Supplementary Table 2.
Sample name used in this study and corresponding description in Sequence Read Archive (SRA), with core sample data, culture media and conditions used for enrichment cultures (Description of the culture media can be found in Supplementary Table 1 and precise depths of the core samples are detailed in Supplementary Figure 1) . are not presented in this paper due the very high similarity of their microbial community composition with 69A-MAcH2-25-0.1MPa-3. mbsf stands for meters below seafloor. mbsl stands for meters below sea level. (Lakhal et al., 2013) and N. pectinivora T (Sorokin et al., 2012) . The dominant fatty acids (> 10% of the total fatty acids) are indicated in bold for each strain. 
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